ABSTRACT The draft genome of Bacillus velezensis strain B6, a rhizobacterium with good biocontrol performance isolated from soil in China, was sequenced. The assembly comprises 32 scaffolds with a total size of 3.88 Mb. Gene clusters coding either ribosomally encoded bacteriocins or nonribosomally encoded antimicrobial polyketides and lipopeptides in the genome may contribute to plant disease control.
synthesize the catechol-type siderophore bacillibactin (12) and the antibiotics bacillaene (13) and bacilysin (14) . The capability to produce these potent antimicrobial compounds may contribute to the ability of B. velezensis B6 to control plant diseases. Accession number(s). This whole-genome shotgun project has been deposited at DDBJ/ENA/GenBank under the accession number NEOS00000000. The version described in this paper is version NEOS01000000.
